Analysis of HEK293T KO cells lacking different HECT E3 ligases. (A) Cartoons of HECT E3
ligases previously linked to Wnt signaling (HUWE1, HECTD1, UBE3C; de Groot et al., 2014; Tran et al., 2013; Wen et al., 2015) or UBR5 (TRIP12; Gudjonsson et al., 2012) Selected significant UBR5-specific hits identified in two independent experiments by LC-MS/MS mass spectrometry, essentially as described (Fiedler et al., 2015) , but see also STAR Methods, for further details; shown are unweighted spectral counts >95% probability; only hits with PAM2 motifs previously identified as putative MLLE-binding proteins are listed, in comparison to TLE3 LiCl-inducibility of HEK293T more severely than XIAP KO; error bars, SEM; ** = p<0.001.
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